OO6uecTBO ¢ OrpaHHYEeHHOil 0TBETCTBEHHOCTBIO
Hayuno — npou3BoacTBeHHas Gupma «HecenenoBareIbCKHA LEHTP»
Poccus, 630559, HoBocudupckas 06J1acTh, Hosocu®upcknii paioH,

p-n. Ko/iboBo, HAyIHO-IIPOH3BO/ICTBEHHAS 30HA, kopmye 200, opuc 426
IMouToBkii agpec: 630559, HoBocubupcekas 06;1acTh, p.o. Koasuoso, a/s 247
Tenedou / paxe: (383) 336-71-32, 336-52-65, 325-30-73 — oTaesa Npoaax,

(383) 336-52-72 — Gyxraarepust

N7

KauecTBenHoe yaocropepenne Ne 723

or 17 nexabps 2021 r.

BAB Hosapun/10mm;xua.c/n#l
1. Toproeoe Haumenosanne BAB Ho3npuH.

2. (opma BLINYCKA: KHIKOCTh, (PIIAKOH C MHUNETKO.

3. Homep cepun: 151221.

4. OGbeM cepHH, NpeAbsBIAEMOil HA HCNBITAHUS: 3140 wr.

5. Mecro orbopa: LIID.

6. Mdara orGopa: 13.12.2021.

7. Hata nocrynaennsi B MJIBTK: 13.12.2021.

8. Ko/IMuecTeo NocTynuBIINX 00pa3uos: 15 ¢rakoHOB B MHMBH/TYIbHOM KapTOHHO# Kopobke no 10 M.
9. Kem oToGpaHa npoda: na6opant-mukpoouonor O.B. Turosa.

10. UsBemenne o1: 13.12.2021.

m HaumeHoBaHHE MOKa3aTel Hopwma no HTJL Pe3ynbTaT MCMbITAHHHA
n/n
1 BHelmHWIA BUL, SKHIKOCTD JKEJITOro 1BeTa COOTBETCTBYET
2 3anax co crneur(pUIecKuM 3anaxoM COOTBETCTBYET
3 PacTBOPUMOCTh Xopollo pacTBOPUM B BOZIE COOTBETCTBYET
4 Boaopo/iHblil noxasaresib 7+1 6,8
5 AHTaroHHCTHYECKasA aKTUBHOCTh K
TEeCT-KyJIbTypaM (30Ha YrHeTeHHA
pocTa, MM)
Shigella sonnei - 32; He menee 5 5
Salmonella typhimurium - 2606; He menee 5 5
Staphylococcus aureus - 209; He meHee 8 8
Candida albicans - 620 He meHee 6 10
6 [ToAMHHHOCTD JIO/KHBI TIPUCY TCTBOBATH OaKTepUH CoOTBETCTBYET
Bacillus amyloliquefaciens mramma
BKIIM B-10642
7 MiukpoOuonoruueckas YACTOTA
(nanuuue B | r npenapara):
Enterobacteriaceae; He nonyckaetcs COOTBETCTBYET
Pseudomonas aeruginosa; He pomycKaercs CoOoTBETCTBYET
Staphylococcus aureus; He pomyckaercs CooTBeTCTBYET
MOCTOPOHHHX MHKPOOPraHU3MOB, B
T.4. ¥ rpubOB, THIC/T HE Donee 300,0 i CoOTBETCTBYET
JupekTop AN Jlensk
3as. MJIBTK ALA. Jlensax




